Comment
The title compound, (I), has been obtained from the basecatalysed condensation of 5-chloro-3-methyl-1-phenylpyrazole-4-carbaldehyde with acetophenone. Evidently, the intended target 3-(5-chloro-3-methyl-1-phenylpyrazol-4-yl)-1-phenylpropenone, (II), required as an intermediate for the synthesis of novel fused heterocyclic systems, has undergone a Michael-type reaction with a further molecule of acetophenone to form the observed product, (I).
Compound (I) and the analogous 3-(5-chloro-3-methyl-1-phenylpyrazol-4-yl)-1,5-di-2-thienylpentane-1,5-dione, (III) (Trilleras et al., 2005) , both crystallize in the space group Pbca, with dimensions which are fairly similar, bearing in mind the different temperatures for the two determinations [293 (2) K for (I) and 120 (2) K for (III)], and hence the two compounds are isomorphous. In addition, the corresponding atom coordinates are very similar, as are the molecular conformations, with an all-trans and nearly planar aliphatic chain exhibiting approximate local mirror symmetry (Table 1) . Indeed, with the exception of the N-bound phenyl ring (C11±C16), which makes a dihedral angle of 42.7 (2) with the pyrazole ring, the entire molecule has approximate mirror symmetry. However, there are some signi®cant differences between the supramolecular structures of (I) and (III), so that these compounds are not strictly isostructural.
The supramolecular aggregation in compound (I) is determined by a combination of CÐHÁ Á ÁO and CÐHÁ Á Á%(arene) hydrogen bonds (Table 1) . Atom C8 in the molecule at (x, y, z) acts as hydrogen-bond donor to the C91±C96 ring in the molecule at (1 À x, 1 À y, 1 À z), so forming by inversion a centrosymmetric dimer, centred at ( (Fig. 2) . This behaviour thus mimics that of compound (III), where one of the thiophene rings acts as the hydrogen-bond acceptor. However, while the dimers in (III) are not further linked by any direction-speci®c intermolecular forces, those in (I) are linked into sheets by a single CÐHÁ Á ÁO hydrogen bond, whose action in isolation is to link the molecules into chains. (Bernstein et al., 1995) chain running parallel to the [010] direction and generated by the 2 1 screw axis along (0, y, 3 4 ) (Fig. 3) . The combined action of the two hydrogen bonds generates a sheet.
The C14 atoms in the molecules at (x, y, z) and (1 À x, 1 À y, 1 À z), which form the dimer centred at ( . Thus, each dimer is linked to four adjacent dimers, and propagation of these intermolecular interactions by the space-group symmetry operations links the molecules into a (102) sheet containing large and small rings alternating in chessboard fashion (Fig. 4) .
The only direction-speci®c contact between adjacent sheets is a rather long CÐHÁ Á ÁO contact with aryl atom C73 as the donor (Table 2 ), but whose HÁ Á ÁO distance is close to the van der Waals limit. This interaction is, therefore, probably of little or no structural signi®cance.
In closely analogous 1,5-bis(4-chlorophenyl)-3-(2-chloroquinolin-3-yl)pentane-1,5-dione, (IV) (Insuasty et al., 2006) , which also crystallizes in the space group Pbca, although with unit-cell dimensions markedly different from those of (I) and (III), a combination of one CÐHÁ Á ÁN hydrogen bond and one CÐHÁ Á ÁO hydrogen bond links the molecules into sheets of R 4 4 (26) rings, but CÐHÁ Á Á%(arene) hydrogen bonds are absent.
Experimental
To a solution of acetophenone (1 mmol) and 5-chloro-4-formyl-3-methyl-1-phenylpyrazole (0.5 mmol) in absolute ethanol (10 ml), a catalytic amount of sodium hydroxide (1 pellet) was added and the reaction mixture was stirred at room temperature for 1 h. The precipitate which formed was isolated by ®ltration, washed with ethanol, dried and ®nally recrystallized from dimethylformamide to give colourless crystals suitable for single-crystal X-ray diffraction (m.p. 390 K, yield 65% The space group Pbca was uniquely assigned from the systematic absences. All H atoms were located in difference maps and then treated as riding atoms, with CÐH distances of 0.93 (aromatic), 0.96 (CH 3 ), 0.97 (CH 2 ) or 0.98 A Ê (aliphatic CH), and with U iso (H) = 1.2U eq (C), or 1.5U eq (C) for the methyl group.
Data collection: COLLECT (Nonius, 1999); cell re®nement: DENZO (Otwinowski & Minor, 1997) and COLLECT; data reduction: DENZO and COLLECT; program(s) used to solve structure: SIR2004 (Burla et al., 2005) ; program(s) used to re®ne structure: OSCAIL (McArdle, 2003) and SHELXL97 (Sheldrick, 1997); molecular graphics: PLATON (Spek, 2003) ; software used to prepare material for publication: SHELXL97 and PRPKAPPA (Ferguson, 1999) .
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Cg is the centroid of the C91±C96 ring. 
